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Most important awards, prizes and academies

Professor Collins' accomplishments have been recognized by numerous awards and honors, including election
to the Institute of Medicine and the National Academy of Sciences. On November 5, 2007, he received the
Presidential Medal of Freedom from U.S. President George W. Bush, the nation's highest civil award, for
his revolutionary contributions to genetic research. He was also present at the bill signing for the Genetic
Information Nondiscrimination Act in the Oval Office, in recognition of his work in genetics, and his early papers
and commentary on the need for such protections.

Summary of scientific research

Professor Collins' research has led to the identification of genetic variants associated with type 2 diabetes
and the genes responsible for cystic fibrosis, neurofiboromatosis, Huntington's disease and Hutchinson-Gilford
progeria syndrome. As director of the National Center for Human Genome Research, which became NHGRI
in 1997, he oversaw the International Human Genome Sequencing Consortium and many other aspects of
what he has called "an adventure that beats going to the moon or splitting the atom". In 1994, Collins founded
NHGRI's Division of Intramural Research (DIR), a collection of investigator-directed laboratories that conduct
genome research on the NIH campus and that has developed into one of the nation's premier research centers
in human genetics. With new tools arising from the human genome project and technology development
studies supported by the genome institute, Collins is optimistic about the chances of uncovering hereditary
contributors to common diseases, such as heart disease, cancer and mental illness. In the overall research
agenda of NHGRYI, this interest is reflected in the highly ambitious effort to construct a haplotype map of the
human genome. The now-completed "hap map" project produced a catalog of genetic variations — called single
nucleotide polymorphisms (SNPs) —which is now being widely used to discover genetic variations correlate with
disease risk. There was a dramatic increase of published scientific papers linking genetic variations to common
illnesses in 2007. Collins's work in his highly active lab demonstrates that research emphasis, which is devoted
to finding the genes that contribute to adult-onset, Type 2 diabetes. In addition to his long list of contributions
to basic genetic research and scientific leadership, Collins is known for his close attention to ethical and legal
issues in genetics. He has been a strong advocate for protecting the privacy of genetic information and has
served as a national leader in efforts to prohibit gene-based insurance discrimination. Building on his own
experiences as a physician volunteer in a rural missionary hospital in Nigeria, Collins is also very interested in
opening avenues for genome research to benefit the health of people living in developing nations.
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